Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.026; wR factor = 0.068; data-to-parameter ratio = 17.4.
In the centrosymmetric binuclear title complex, [Cu 2 (C 13 H 19 N 2 O) 2 (N 3 ) 2 ], the Cu II atom adopts an elongated CuON 4 square-based pyramidal coordination geometry, arising from the N,N 0 ,O-tridentate ligand and two bridging end-on azide anions. The O atom is in the basal plane, one of the azide N atoms is in the apical site and the CuÁ Á ÁCu separation is 3.2365 (3) Å . A pair of intramolecular N-HÁ Á ÁO hydrogen bonds helps to establish the molecular conformation.
Related literature
For background to polynuclear complexes, see: Massoud et al. (2007) ; Lisnard et al. (2007) ; Sarkar et al. (2004) ; Escuer & Aromí (2006) ; Goher et al. (2001) ; Colacio et al. (2005) ; Sailaja et al. (2003) ; Cheng et al. (2006) ; Meyer et al. (2005) ; Sharma (1990) ; Ko et al. (2006); Escuer et al. (1998) . For azido-bridged copper(II) complexes, see: Triki et al. (2005) ; Gao et al. (2005) ; Zhang et al. (2001) .
Experimental
Crystal data [Cu 2 (C 13 Table 1 Selected bond lengths (Å ). Symmetry code: (i) Àx þ 1; Ày; Àz þ 1. Table 2 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 1; Ày; Àz þ 1.
Data collection: SMART (Bruker, 1998); cell refinement: SAINT (Bruker, 1998); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
Polynuclear complexes containing bridging groups are of great interest because of their versatile molecular structures and applications (Massoud et al., 2007; Lisnard et al., 2007; Sarkar et al., 2004) . In the last few years chemists have dedicated their efforts to the study of molecular-based magnetic materials. One strategy for the design of molecular based magnets involves assembling of paramagnetic metal ions in one-, two-and three-dimensional networks using suitable bridging ligands (Escuer & Aromí, 2006; Goher et al., 2001; Colacio et al., 2005; Sailaja et al., 2003) . The azide ligands have been widely used because of their diverse binding modes that yield different types of molecules such as dimmers, tetramers, one-, two-, or three-dimensional arrays (Cheng et al., 2006; Meyer et al., 2005; Sharma, 1990; Ko et al., 2006; Escuer et al., 1998) . In the present work, the title new end-on azido-bridged dinuclear copper(II) complex, (I), containing the deprotonated form of 2-[1-(2-isopropylaminoethylimino)ethyl]phenol), HL, has been prepared and structural characterized.
The structure of the complex is shown in Fig. 1 . There are two unique units [CuL] linked by double end-on azido bridging groups with an inversion center at the midpoint of the two Cu atoms. Each Cu atom in the complex is in a square pyramidal environment consisting of the NNO donor set from one Schiff base ligand and two N atoms from two bridging azido groups.
The Cu···Cu distance is 3.236 (1) Å. The Cu-O and Cu-N bond lengths are comparable to the corresponding values observed in other similar copper(II) complexes with azido bridges (Triki et al., 2005; Gao et al., 2005; Zhang et al., 2001 ).
There are two N-H···O hydrogen bonds (Table 1) between the two symmetry-related two CuL units (Fig. 2) .
A mixture of NaN 3 (0.065 g, 1 mmol) and Cu(NO 3 ) 2 .3H 2 O (0.241 g, 1 mmol) in 50 ml methanol was stirred for half an hour with heating, then HL (0.220 g, 1 mmol) was added to the solution and the reaction continued to stirred for 1 h. After filtration, the blue filtrate was allowed to stand at room temperature for a week to deposit blue blocks of (I) in 54% yield.
Refinement
H atoms were placed in geometrically idealized positions and allowed to ride on their parent atoms, with C-H = 0.93-0.98 Å, N-H = 0.91 Å, and with U iso (H) = 1.2U eq (C,N) and 1.5U eq (C methyl ). 
Crystal data [Cu 2 (C 13 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0376 (7) 0.0671 (9) 0.0331 (7) −0.0116 (7) 0.0163 (6) 0.0023 (7) 
